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3 <110> APPLICANT: Elliott, Steven G. 

4 Rogers , Norma 

5 Busse, Leigh Anne 

7 <120> TITLE OF INVENTION: G-Protein Coupled Receptor Molecules and Uses Thereof 

9 <130> FILE REFERENCE: 02-076 
C--> 11 <140> CURRENT APPLICATION NUMBER: US/10/076,260 
C--> 12 <141> CURRENT FILING DATE: 2002-02-14 

14 <150> PRIOR APPLICATION NUMBER: 60/269,040 

15 <151> PRIOR FILING DATE: 2001-02-14 
17 <160> NUMBER OF SEQ ID NOS : 22 

19 <170> SOFTWARE: Patentin Ver. 2.0 

21 <210> SEQ ID NO: 1 

22 <211> LENGTH: 1038 

23 <212> TYPE: DNA 

24 <213> ORGANISM: Homo sapiens 

26 <220> FEATURE: 

27 <221> NAME/KEY: CDS 

28 <222> LOCATION: (1)..{1038) 
30 <400> SEQUENCE: 1 
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100 Leu Asp Pro Leu Val Tyr Tyr Phe Ser Ser Pro Ser Phe Pro Lys Phe 

101 275 280 285 

103 tac aac aag etc aaa ate tgc agt ctg aaa ccc aag cag eca gga cac 912 

104 Tyr Asn Lys Leu Lys He Cys Ser Leu Lys Pro Lys Gin Pro Gly His 

105 290 295. 300 

107 tea aaa aca caa agg ccg gaa gag atg cca att teg aac etc ggt cgc 960 

108 Ser Lys Thr Gin Arg Pro Glu Glu Met Pro He Ser Asn Leu Gly Arg 

109 305 310 315 320 

111 agg agt tgc ate agt gtg gca aat agt ttc caa age cag tct gat ggg 1008 

112 Arg Ser Cys He Ser Val Ala Asn Ser Phe Gin Ser Gin Ser Asp Gly 

113 325 330 335 

115 caa tgg gat ccc cac att gtt gag tgg cac 1038 

116 Gin Trp Asp Pro His He Val Glu Trp His ■ 

117 340 345 

120 <210> SEQ ID NO: 2 

121 <211> LENGTH: 346 

122 <212> TYPE: PRT 

123 <213> ORGANISM: Homo sapiens 

125 <400> SEQUENCE: 2 

126 Met Tyr Asn Gly Ser Cys Cys Arg He Glu Gly Asp Thr He Ser Gin 

127 1 5 10 15 
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129 Val Met Pro Pro Leu Leu He Val Ala Phe Val Leu Gly Ala Leu Gly 

130 20 25 30 

132 Asn Gly Val Ala Leu Cys Gly Phe Cys Phe His Met Lys Thr Trp Lys 

133 35 40 45 

135 Pro Ser Thr Val Tyr Leu Phe Asn Leu Ala Val Ala Asp Phe Leu Leu 

136 50 55 60 

138 Met He Cys Leu Pro Phe Arg Thr Asp Tyr Tyr Leu Arg Arg Arg His 

139 65 70 75 80 

141 Trp Ala Phe Gly Asp He Pro Cys Arg Val Gly Leu Phe Thr Leu Ala 

142 85 90 95 

144 Met Asn Arg Ala Gly Ser He Val Phe Leu Thr Val Val Ala Ala Asp 

145 100 105 110 

147 Arg Tyr Phe Lys Val Val His Pro His His Ala Val Asn Thr He Ser 

148 115 120 125 

150 Thr Arg Val Ala Ala Gly He Val Cys Thr Leu Trp Ala Leu Val He 

151 130 135 140 

153 Leu Gly Thr Val Tyr Leu Leu Leu Glu Asn His Leu Cys Val Gin Glu 

154 145 150 155 160 

156 Thr Ala Val Ser Cys Glu Ser Phe He Met Glu Ser Ala Asn Gly Trp 

157 165 170 175 

159 His Asp He Met Phe Gin Leu G;lu Phe Phe Met Pro Leu Gly He He 

160 180 185 190 

162 Leu Phe Cys Ser Phe Lys He Val Trp Ser Leu Arg Arg Arg Gin Gin 

163 195 200 205 

165 Leu Ala Arg Gin Ala Arg Met Lys Lys Ala Thr Arg Phe He Met Val 

166 210 215 220 

168 Val Ala He Val Phe He Thr Cys Tyr Leu Pro Ser Val Ser Ala Arg 

169 225 230 235 240 

171 Leu Tyr Phe Leu Trp Thr Val Pro Ser Ser Ala Cys Asp Pro Ser Val 

172 245 250 255 

174 His Gly Ala Leu His He Thr Leu Ser Phe Thr Tyr Met Asn Ser Met 

175 260 265 270 

17 7 Leu Asp Pro Leu Val Tyr Tyr Phe Ser Ser Pro Ser Phe Pro Lys Phe 
178 275 280 285 

180 Tyr Asn Lys Leu Lys He Cys Ser Leu Lys Pro Lys Gin Pro Gly His 

181 290 295 300 

183 Ser Lys Thr Gin Arg Pro Glu Glu Met Pro He Ser Asn Leu Gly Arg 

184 305 310 315 320 

186 Arg Ser Cys He Ser Val Ala Asn Ser Phe Gin Ser Gin Ser Asp Gly 

187 325 330 335 

189 Gin Trp Asp Pro His He Val Glu Trp His 

190 340 345 

193 <210> SEQ ID NO: 3 

194 <211> LENGTH: 3251 

195 <212> TYPE: DNA 

196 <213> ORGANISM: Mus musculus 

198 <220> FEATURE: 

199 <221> NAME/KEY: CDS 

200 <222> LOCATION: ( 350 )..( 1402 ) 
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305 taagacaaac agcccaacaa cgaggcagag aaatgggcaa tgtgagttaa 
307 tggaggactt gaagatgtcc cetcccactc ttagctgtat ctttetcact 
309 tgggatccac cctgcttgac cttttceaga aggttccaaa ccggttggtt 
311 aetctgatag caatggtgaa ggggcagcgt gtgagtgtga aggaaaccgt 
313 ttaggaacta cctggagccc gtgtcgcttt gcatggctga gaaaagcggt 
315 ctgggtcttg ttctagctcg gagagagtta acgatctcaa taactcgtcg 
317 gaetgaaaaa aatagaaact geactgagtc aatacaetta tttccagctg 
319 tttactgcag gaeaccegga cctagecgtt tttttaaatc ttecctgggg 
321 catttcaagg tttgaacatc caggtggccc aggagggcag caaaaagaat 
323 cttgctggcg ccacgatatt ttgctgattt taagtggttt catcctttgt 
325 tttgeatttc aaagaagatg ctgagggact tgtccaeetg atatcagcta 
327 agtgggaact gagagcetgt ttacggcagc aatggtgggg ggggggtgct 
329 tgggatgggt taattcaagc atggttgttc ttcactgett aatgcatgaa 
331 aatcctccct tctcaagtct ttgtttaatc cacagtatgt tgtcccaccc 
333 ectegtctgt tttgtctttg gtgctgggca ttgaacttgg gaccttatte 
335 ageactgacc actgaaetgc actcccaaac ccettgtgcc cettttagct 
337 tagccaactt ttgggagaaa gcaaagcact agaggtggca gcaacagttt 
339 cctttcgtea gtgtctagac ttctggtcag ccatccgggt ctcctattgg 
341 caagcacata tgttctccca aataetacee agaattctea cagctaggtg 
343 agteeagget gceectgtcc tggagaagga gaaatagaat cegtgttaac 
345 etttcaagcc acaaaagtgg tgacagccat teactctctc cagtteccag 
34 7 ccagggaagg gaccttgaca tttatgtcta aagacataaa ttagatgctc 
349 tecctgtggc tteetttgec agaggtgttg aagcctaggt gcgaaaatea 



atctgaaggg 1472 
caggtagaaa 1532 
gtgtttaaat 1592 
gggtgtcggg 1652 
atgagcctgg 1712 
gtatttcctg 1772 
agegagacce 1832 
agecteeaea 1892 
ctattctaac 1952 
ttttcttttg 2012 
tcgtttctcc 2072 
tectggtatt 2132 
tttgagctga 2192 
tgtccagcat 2252 
gagceaggca 2312 
gtagcgttgt 2372 
agctcaatgt 2432 
gggcctccct 2492 
attctgtgaa 2552 
cttagteeca 2612 
ggtaetetec 2672 
ctcaaggttg 2732 
gtctgactgc 2792 
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